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HR P a. a. 
M2 P a. a. 
M3 P a. a. 
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GenBank P a. a. 
HR P a. a. 
M2 P a. a. 
M3 P a. a. 
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GenBank P a. a. 
HR P a. a. 
M2 P a. a. 
M3 Pa. a. 
M4 P a. a. 



1 60 

mdnltkvreylksysrldqavgeideieaqraeksnyelfqedgveeht|3psyfqaadds 

MDNLTKVREYLKSYSRLDQAVGEIDEIEAQRAEKSNYELFQEDGVEEHTRPSYFQAADDS 
MDNLTKVREYLKSYSRLDQAVGEIDEIEAQRAEKSNYELFQEDGVEEHTRPSYFQAADDS 
MDNLTKVREYLKSYSRLDQAVGEIDEIEAQRAEKSNYELFQEDGVEEHTRPSYFQAADDS 
MDNLTKVREYLKSYSRLDQAVGEIDEIEAQRAEKSNYELFQEDGVEEHTRPSYFQAADDS 



61 



120 



DTESEPEIEDNQGLY^DPEAEQVEGFIQGPLDDYADESVDWFTSDWKgPELESDEHGK 
DTESEPEIEDNQGLYVPDPEAEQVEGFIQGPLDDYADEDVDWFTSDWKQPELESDEHGK 
DTESEPEIEDNQGLYVPDPEAEQVEGFIQGPLDDYADEDVDWFTSDWKQPELESDEHGK 
DTESEPEIEDNQGLYVPDPEAEQVEGFIQGPLDDYADEDVDWFTSDWKQPELESDEHGK 
DTESEPEIEDNQGLYVPDPEAEQVEGFIQGPLDDYADEDVDWFTSDWKQPELESDEHGK 



121 



180 



tlrltHpeglsgeqksqwl@tikawqsakHwnlaectfeasgegviSk@rqitpdvykv 

TLRLTLPEGLSGEQKSQWLLTIKAWQSAKHWNLAECTFEASGEGVIIKKRQITPDVYKV 

tlrltlpeglsgeqksqwlltikawqsakhwnlaectfeasgegviikkrqitpdvykv 
tlrltlpeglsgeqksqwlltikawqsakhwnlaectfeasgegviikkrqitpdvykv 
tlrltlpeglsgeqksqwlltikawqsakhwnlaectfeasgegviikkrqitpdvykv 

181 - 240 

tpvmnthpsqseavsdvwslsktsmtfqpkkaslqpltisldelfssrgefisvggEgrm 
tpvmnthpsqseavsdvwslsktsmtfqpkkaslqpltisldelfssrgefisvggngrm 

tpvmnthpsq 

tpvmnthpsqseavsdvwslsktsmtfqpkkaslqpltisldelfssrgefisvggngrm 

tpvmnthpsqseavsdvwslsktsmtfqpkkaslqpltisldelfssrgefisvggngrm 

241 266 

shkeaillglrykklynqarvkysl 
shkeaillglrykklynqarvkysl 



shkeaillglrykklynqarvkysl 
shkeai llglrykkl ynqarvkysl 



FIGURE 17 



GenBank M nucl . 
HR M nucl. 
M3 M nucl . 
M4 M nucl. 



1 60 

ATGAGTTCCTTAAAGAAGATTCTCGGTCTGAAGGGGAAAGGTAAGAAATCTAAGAAATTA 

ATGAGTTCCTTAAAGAAGATTCTCGGTCTGAAGGGGAAAGGTAAGAAATCTAAGAAATTA 

ATGAGTTCCTTAAAGAAGATTCTCGGTCTGAAGGGGAAAGGTAAGAAATCTAAGAAATTA 

ATGAGTTCCTTAAAGAAGATTCTCGGTCTGAAGGGGAAAGGTAAGAAATCTAAGAAATTA 



61 



120 



GenBank M nucl GGGATCGCACCACCCCCTTATGAAGAGGACACTABcATGGAGTATGCTCCGAGCGCTCCA 

HR M nucl GGGATCGCACCACCCCCTTATGAAGAGGACACTAACATGGAGTATGCTCCGAGCGCTCCA 

M3 M nucl GGGATCGCACCACCCCCTTATGAAGAGGACACTAACATGGAGTATGCTCCGAGCGCTCCA 

M4 M nucl ' GGGATCGCACCACCCCCTTATGAAGAGGACACTAACATGGAGTATGCTCCGAGCGCTCCA 



GenBank M nucl. 
HR M nucl. 
M3 M nucl . 
M4 M nucl . 
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M3 M nucl . 
M4 M nucl. 
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M4 M nuc 1 . 



GenBank M nucl . 
HR M nuc 1 . 
M3 M nucl . 
M4 M nucl . 



121 



180 



attgacaaatcctattttggagttgacgagatggacacSJatgatccg^atcaattaaga 
attgacaaatcctattttggagttgacgagatggacactcatgatccgcatcaattaaga 
attgacaaatcctattttggagttgacgagaSggacactcatgatccgcatcaattaaga 

ATTGACAAATCCTATTTTGGAGTTGACGAGATGGACACTCATGATCCGCATCAATTAAGA 



181 



240 



TATGAGAAATTCTTCTTTACAGTGAAAATGACGGTTAGATCTAATCGTCCGTTCAGAACA 
TATGAGAAATTCTTCTTTACAGTGAAAATGACGGTTAGATCTAATCGTCCGTTCAGAACA 
TATGAGAAATTCTTCTTTACAGTGAAAATGACGGTTAGATCTAATCGTCCGTTCAGAACA 
TATGAGAAATTCTTCTTTACAGTGAAAATGACGGTTAGATCTAATCGTCCGTTCAGAACA 



241 



300 



TACTCAGATGTGGCAGCCGCTGTATCCCATTGGGATCACATGTACATCGGAATGGCAGGG 
TACTCAGATGTGGCAGCCGCTGTATCCCATTGGGATCACATGTACATCGGAATGGCAGGG 
TACTCAGATGTGGCAGCCGCTGTATCCCATTGGGATCACATGTACATCGGAATGGCAGGG 
TACTCAGATGTGGCAGCCGCTGTATCCCATTGGGATCACATGTACATCGGAATGGCAGGG 



301 



360 



AAACGTCCCTTCTACAA@ATCTTGGCTTTTTTGGGTTCTTCTAATCTAAAGGCCACTCCA 
AAACGTCCCTTCTACAAGATCTTGGCTTTTTTGGGTTCTTCTAATCTAAAGGCCACTCCA 
AAACGTCCCTTCTACAAGATCTTGGCTTTTTTGGGiTCTTCTAATCTAAAGGCCACTCCA 
AAACGTCCCTTCTACAAGATCTTGGCTTTTTTGGGTTCTTCTAATCTAAAGGCCACTCCA 



gcggtattggcagatcaaggtcaaccagagtatcacSctcactgSgaaggcagggcttat 

GCGGTATTGGCAGATCAAGGTCAACCAGAGTATCACGCTCACTGTGAAGGCAGGGCTTAT 
GCGGTATTGGCAGATCAAGGTCAACCAGAGTATCACGCTCACTGTGAAGGCAGGGCTTAT 
GCGGTATTGGCAGATCAAGGTCAACCAGAGTATCACGCTCACTGTGAAGGCAGGGCTTAT 



420 



421 



480 



ttgccacaHagHatggggaagacccctcccatgctcaatgtaccagagcacttcagaaga 

TTGCCACACAGAATGGGGAAGACCCCTCCCATGCTCAATGTACCAGAGCACTTCAGAAGA 
TTGCCACACAGAATGGGGAAGACCCCTCCCATGCTCAATGTACCAGAGCACTTCAGAAGA 
TTGCCACACAGAATGGGGAAGACCCCTCCCATGCTCAATGTACCAGAGCACTTCAGAAGA 



481 



540 



ccattcaatataggtctttacaagggaacgSttgagctcacaatgaccatctacgatgat 

CCATTCAATATAGGTCTTTACAAGGGAACGGTTGAGCTCACAATGACCATCTACGATGAT 
CCATTCAATATAGGTCTTTACAAGGGAACGGTTGAGCTCACAATGACCATCTACGATGAT 
CCATTCAATATAGGTCTTTACAAGGGAACGGTTGAGCTCACAATGACCATCTACGATGAT 
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GenBank M nucl . 
HR M nucl . 
M3 M nucl . 
M4 M nucl. 
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HR M nucl. 
M3 M nucl. 
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541 



600 



GAGTCACTGGAAGCAGCTCCTATGATCTGGGATCATTTCAATTCTTCCAAATTTTCTGAT 
GAGTCACTGGAAGCAGCTCCTATGATCTGGGATCATTTCAATTCTTCCAAATTTTCTGAT 
GAGTCACTGGAAGCAGCTCCTATGATCTGGGATCATTTCAATTCTTCCAAATTTTCTGAT 
GAGTCACTGGAAGCAGCTCCTATGATCTGGGATCATTTCAATTCTTCCAAATTTTCTGAT 



660 
'GG 



6 

ttcagagagaaggccttaatgtttggcctgattgtcgagaaaaaggcatctggagcBtgg 

TTCAGAGAGAAGGCCTTAATGTTTGGCCTGATTGTCGAGAAAAAGGCATCTGGAGCTTGG 
TTCAGAGAGAAGGCCTTAATGTTTGGCCTGATTGTCGAGAAAAAGGCATCTGGAGCTTGG 
TTCAGAGAGAAGGCCTTAATGTTTGGCCTGATTGTCGAGAAAAAGGCATCTGGAGCTTGG 



661 



690 



gtcctggattctBtcagccacttcaaatga 
gtcctggattctgtcagccacttcaaatga 
gtcctggattctgtcagccacttcaaatga 
gtcctggattctgtcagccacttcaaatga 
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GenBank M a. a. 
HR M a. a. 
M4 M a. a. 
M3 M a. a. 
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msslkkilglkgkgkkskklgiapppyeedt@meyapsapidksyfgvdemdtHdp|5|qlr 

MSSLKKILGLKGKGKKSKKLGIAPPPYEEDTNMEYAPSAPIDKSYFGVDEMDTHDPHQLR 
MSSLKKILGLKGKGKKSKKLGIAPPPYEEDTNMEYAPSAPIDKSYFGVDEMDTHDPHQLR 
MSSLKKILGLKGKGKKSKKLGIAPPPYEEDTNMEYAPSAPIDKSYFGVDEgDTHDPHQLR 
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120 



YEKFFFTVKMTVRSNRPFRTYSDVAAAVSHWDHMYIGMAGKRPFYKILAFLGSSNLKATP 
YEKFFFTVKMTVRSNRPFRTYSDVAAAVSHWDHMYIGMAGKRPFYKILAFLGSSNLKATP 
YEKFFFTVKMTVRSNRPFRTYSDVAAAVSHWDHMYIGMAGKRP.FYKILAFLGSSNLKATP 
YEKFFFTVKMTVRSNRPFRTYSDVAAAVSHWDHMYIGMAGKRPFYKILAFLGSSNLKATP 



121 



.180 



avladqgqpeyhBhcegraylphrmgktppmlnvpehfrrpfniglykgtHeltmtiydd 

AVLADQGQPEYHAHCEGRAYLPHRMGKTPPMLNVPEHFRRPFNIGLYKGTVELTMTIYDD 

avladqgqpeyhahcegraylphrmgktppmlnvpehfrrpfniglykgtveltmtiydd 
avladqgqpeyhahcegraylphrmgktppmlnvpehfrrpfniglykgtveltmtiydd 



181 



230 



ESLEAAPMIWDHFNSSKFSDFREKALMFGLIVEKKASGAWVLDS0SHFK. 
ESLEAAPMIWDHFNSSKFSDFREKALMFGLIVEKKASGAWVLDSVSHFK. 
ESLEAAPMIWDHFNSSKFSDFREKALMFGLIVEKKASGAWVLDSVSHFK. 
ESLEAAPMIWDHFNSSKFSDFREKALMFGLIVEKKASGAWVLDSVSHFK. 
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GenBank G nucl . 
HR G nucl. 
M2 G nucl. 
M3 G nucl . 
M4 G nucl. 
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1 • • 60 

atgaagtgccttttgtacttagcStttttattcatHggggtgaattgcaagttcaccata 
atgaagtgccttttgSacttagcttttttattcatcggggtgaattgcaagttcaccata 

atgaagtgccttttgtacttagcttttttattcatcggggtgaattgcaagttcaccata 
atgaagtgccttttgtacttagcttttttattcatcggggtgaattgcaagttcaccata 
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120 



gtttttccaBacaaccaaaaaggaaactggaaaaatgttccttcEJaattaccattattgc 
gtttttccatacaaccaaaaaggaaactggaaaaatgttccttccaattaccattattgc 

gtttttccatacaaccBaaaaggaaactggaaaaatgttccttccaattaccattattgc 
gtttttccatacaaccaaaaaggaaactggaaaaatgttccttccaattaccattattgc 

121 180 

ccgtcaagctcagatttaaattggcataatgacttaataggcacagccStacaagtcaaa 
ccgtcaagctcagatttaaattg^cataatgacttaataggcacagccttacaagtcaaa 

rCGTCAAGCTCAGATTTAAATTGGCATAATGACTTAATAGGCACAGCCTTACAAGTCAAA 

ccgtcaagctcagatttaaattggcataatgacttaataggcacagccttaca@gtcaaa 



181 



240 



atgcccaagagtcacaaggctattcaagcagacggttggatgtgtcatgcttccaaatgg 
atgccc^gagtcacaaggctattcaagcagacggttggatgtgtcatgcttccaaatgg 

atgcccaagagtcacaaggctattcaagcagacggttggatgtgtcatgcttcca^tgg 
atgcccaagagtcacaaggctattcaagcagacggttggatgtgtcatgcttccaaatgg 

300 

gtcactacttgtgatttccgctggta0ggaccgaagtatataacacaStccatccgatcc 
gtcactaot^ 

gtcactacttgtgatttccgctggtacggaccgaagtatataacacattccatccgatcc 
gtcaotacttgtgat^ 

360 

ttcactccatctgtagaacaatgcaaggaaagca 

ttcactccatctgtagaacaatgcaaggaaagcattgaacaaacgaaacaaggaacttc 
tocactccatctgtagaacaatgc^^ 

420 

otgaatccaggcttccctcctcaaagttgtggatatgcaactgtgacggatgc^mgca 

CTC^TCCAGGCTTCCCTCCTC^ 

ptpaatccaggcttccctcctcaaagttgtggatatgcaactgtgacggatgctgaagca 

cScCAGGCWC^ 

480 
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481 -540 
GATTCACAGTTCATCAACGGAAAATGCAGCAATflACATATGCCCCACTGTCCATAACTC0 
GATTCACAGTTCATCAACGGAAAATGCAGCAATGACATATGCCCCACTGTCCATAACTCC 

GATTCACAGTTCATCAACGGAAAATGCAGCAATGACATATGCCCCACTGTCCATAACTCC 
GATTCACAGTTCATCAACGGAAAATGCAGCAATGACATATGCCCCACTGTCCATAACTCC 

541 600 
AGAACCTGGCATTC0GACTATAAGGTCAAAGGGCTATGTGATTCTAACCTCATTTCCATG 
ACAACCTGGCATTCCGACTATAAGGTCAAAGGGCTATGTGATTCTAACCTCATTTCCATG 

ACAACCTGGCATTCCGACTATAAGGTCAAAGGGCTATGTGATTCTAACCTCATTTCCATG 
ACAACCTGGCATTCCGACTATAAGGTCAAAGGGCTATGTGATTCTAACCTCATTTCCATG 

601 660 
GACATCACCTTCTTCTCAGAGGACGGAGAGCTATCATCCCT@GGAAAGGAGGGCACAGGG 
GACATCACCTTCTTCTCAGAGGACGGAGAGCTATCATCCCTAGGAAAGGAGGGCACAGGG 

GACATCACCTTCTTCTCAGAGGACGGAGAGCTATCATCCCTAGGAAAGGAGGGCACAGGG 
GACATCACCTTCTTCTCAGAGGACGGAGAGCTATCATCCCTAGGAAAGGAGGGCACAGGG 

661 720 

ttcagaagtaactactttgcttatgaaactggagScaaggcctgcaaaatgcaStactgc 

TTCAGAAGTAACTACTTTGCTTATGAAACTGGAGACAAGGCCTGCAAAATGCAGTACTGC 

TTCAGAAGTAACTACTTTGCTTATGAAACTGGAGACAAGGCCTGCAAAATGCAGTACTGC 
TTCAGAAGTAACTACTTTGCTTATGAAACTGGAGACAAGGCCTGCAAAATGCAGTACTGC 

721 780 
AAGC@TTGGGGAGTCAGACTCCCATCAGGTGTCTGGTTCGAGATGGCTGATAAGGATCTC 
AAGCGTTGGGGAGTCAGACTCCCATCAGGTGTCTGGTTCGAGATGGCTGATAAGGATCTC 

aagc@ttggggagtcagactcccatcaggtgtctggttcgagatggctgataaggatctc 
aagcgttggggagtcagactcccatcaggtgtctggttcgSgatggctgataaggatctc 

781 840 

tttgctgcagccagattccctgaatgcccagaagggtcaagtatctctgctccatctcag 
tttgctgcagccagattccctgaatgcccagaagggtcaagtatctctgctccatctcag 

. . .ccatctcag 

tttgctgcagccagattccctgaatgcccagaagggtcaagtatctctgctccatctcag 
tttgctgcagccagattccctgaatgcccagaagggtcaagtatctctgctccatctcag 

841 900 
ACCTCAGTGGATGTAAGTCT0ATTCAGGACGTTGAGAGGATCTTGGATTATTCCCTCTGC 

ACCTCAGTGGATGTAAGTCTCATTCAGGACGTTGAGAGGATCTTG 

ACCTCAGTGGATGTAAGTCTCATTCAGGACGTTGAGAGGATCTTGGATTATTCCCTCTGC 
ACCTCAGTGGATGTAAGTCTCATTCAGGACGTTGAGAGGATCTTGGATTATTCCCTCTGC 
ACCTCAGTGGATGTAAGTCTCATTCAGGACGTTGAGAGGATCT 



FIGURE 20-2 



901 960 
GenBank G nucl. CAAGAAACCTGGAGCAAAATCAGAGCGGGTCTTCCHaTCTCTCCAGTGGATCTCAGCTAT 

HR G nucl 

M2 G nucl. CAAGAAACCTGGAGCAAAATCAGAGCGGGTCTTCCCATCTCTCCAGTGGATCTCAGCTAT 
M3 G nucl. CAAGAAACCTGGAGCAAAATCAGAGCGGGTCTTCCCATCTCTCCAGTGGATCTCAGCTAT 
M4 G nucl 



961 1020 
GenBank G nucl. CTTGCTCCTAAAAACCCAGGAACCGGTCCTGCTTTCACCATAATCAATGGTACCCTAAAA 

HR G nucl 

M2 G nucl . CTTGCTCCTAAAAACCCAGGAACCGGTCCTGlHTTBACCATAATCAATGGTACCCTAAAA 
M3 G nucl. CTTGCTCCTAAAAACCCAGGAACCGGTCCTGCTTTCACCATAATCAATGGTACCCTAAAA 
M4 G nucl 
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1021 1080 
TACTTTGAGACCAGATACATCAGAGTCGATATTGCTGCTCCAATCCTCTCAAGAATGGTC 

TACTTTGAGACCAGATACATCAGAGTCGATATTGCTGCTCCAATCCTCTCAAGAATGGTC 
TACTTTGAGACCAGATACATCAGAGTCGATATTGCTGCTCCAATCCTCTCAAGAATGGTC 
TACTTTGAGACCAGATACATCAGAGTCGATATTGCTGCTCCAATCCTCTCAAGAATGGTC 

1081 1140 
GGAATGATCAGTGGAACTACCACAGAAAGGGAACTGTGGGATGACTGGGC@CCATATGAA 

GGAATGATCAGTGGAACTACCACAGAAAGGGAACTGTGGGATGACTGGGCTCCATATGAA 
GGAATGATCAGTGGAACTACCACAGAAAGGGAACTGTGGGATGACTGGGCTCCATATGAA 
GGAATGATCAGTGGAACTACCACAGAAAGGGAACTGTGGGATGACTGGGCTCCATATGAA 

1141 1200 
GACGTGGAAATTGGACCCAATGGAGTTCTGAGGACCAGTTCAGGATATAAGTTTCCTTTA 

GACGTGGAAATTGGACCCAATGGAGTTCTGAGGACCAGTTCAGGATATAAGTTTCCTTTA 
GACGTGGAAATTGGACCCAATGGAGTTCTGAGGACCAGTTCAGGATATAAGTTTCCTTTA 
GACGTGGAAATTGGACCCAATGGAGTTCTGAGGACCAGTTCAGGATATAAGTTTCCTTTA. 

1201 1260 

taSatgattggacatggtatgttggactccgatcttcatcttagctcaaaggctcaggtg 

tatatgattggacatggtatgttggactccgatcttcatcttagctcaaaggctcaggtg 
tatatgattggacatggtatgttggactccgatcttcatcttagctcaaaggctcaggtg 
tatatgattggacatggtatgttggactccgatcttcatcttagctcaaaggctcaggtg 

1261 1320 

ttBgaacatcctcacattcaagacgctgcttcgcaScttcctgatgatgaga@tttattt 

tttgaacatcctcacattcaagacgctgcttcgcagcttcctgatgatgagactttattt 
tttgaacatcctcacattcaagacgctgEtScgcagcttcctgatgatgagactttattt 
tttgaacatcctcacattcaagacgctgcttcgcagcttcctgatgatgagactttattt 
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1321 m 1380 

tttggtgatactgggctatgcaaaaatccaatcgag3ttgtagaaggttggttcagtagt 

TTTGGTGATACTGGGCTATrc 

TTTGGTGATACTGGGCTATCCAAAAATCCAATCGAGTTTGTAGAAGGTTGGTTCAGTAGT 
TTTGGTGATACTGGGCTATCCAAAAATCCAATCGAGTTTGTAGAAGGTTGGTTCAGTAGT 



1381 



1440 



tggaaSagctctattgcctcttttttctttatcatagggttaatcattggactattcttg 

tgg^gagctctattgcctcttttttctttatcatagggttaatcattggactattcttg 
tggaagagctctattgcctcttttttctttatcatagggttaatcattggactattcttg 

TGGAAGAGCTCTATTGCCTCTTTTTTCTTTATCATAGGGTTAATCATTGGACTATTCTTG 



1441 



1500 



GTTCTCCGAGTTGGTAlffiATCTTTGCATTAAATTAAAGCACACCAAGAAAAGACAGATT 

GTTCTCCGAGTTGGTATTTATCTTTGCATTAAATTAAAGCACACCAAGAAAAGACAGATT 
GTTCTCCGAGTTGGTATTTATCTTTGCATTAAATTAAAGCACACCAAGAAAAGACAGATT 
GTTCTCCGAGTTGGTATTTATCTTTGCATTAAATTAAAGCACACCAAGAAAAGACAGATT 

1501 _ !536 

TATACAGACATAGAGATGAACCGACTTGG0AAGTAA 



TATACAGACATAGAGATGAACCGACTTGGGAAGTAA 
TATACAGACATAGAGATGAACCGACTTGGGAAGTAA 
TATACAGACATAGAGATGAACCGACTTGGGAAGTAA 
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M2 G a. a 
M3 G a. a 
M4 G a. a 



GenBank G a. a 
HR G a. a 
M2 G a . a 
M3 G a. a 
M4 G a. a 



GenBank G a. a 
HR G a. a 
M2 G a. a 
M3 G a. a 
M4 G a. a 



GenBank G a. a. 
HR G a. a. 
M2 G a. a. 
M3 G a. a. 
M4 G a. a. 



61 



120 



180 

121 
LNPGF 
LNPGFP 



240 



^QnvKVKGLCDSNLISMDITFFSEDGELSSLGKEGTGFRSNYFAYETGSKACKMQYC 

™inYKVKGLCDSNLISMDITFFSEDGELSSLGKEGTGFRSNYFAYETGDKACKMQYC 
TTVfflSDYKVKGLCDSNLISMDIT^ 



k™gvrlpsgwfemadkdlfaaarfpecpegssisapsqtsvdvsliqdverildyslc 
SgwlpSfemadkd L faaarfpecpegssxsapsqt = 

khwgvrlpsgvwfemadkdlfaaarfpecpegssisapsqtsvdvsliqdverildyslc 
Sgw^IgwSadkdlfaaarfpecpegssisapsqtsvdvsliqdveri 



300 



360 



qetoskiraglpispvdlsylapknpgtgpaftiingtlkyfetryirvdiaapilsrmv 



420 



gmLgttterelwddwapyedveigpngvlrtssgykfplymighgmldsdlhlsskaqv 
gmisgttterelwddwapyedveigpngvlrtssgy^ 
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GenBank G a. a. 
HR G a. a. 
M2 G a. a. 
M3 G a. a. 
M4 G a. a. 



GenBank G a. a. 
HR G a. a. 
M2 G a. a. 
M3 G a. a. 
M4 G a. a. 



421 



480 



fehphiqdaasqlpddeSlffgdtglsknpieBvegwfsswkssiasfffiigliiglfl 

FEHPHIQDAASQLPDDETLFFGDTGLSKNPIEFVEGWFSSWKSSIASFFFIIGLIIGLFL 

fehphiqdaEqlpddetlffgdtglsknpiefvegwfsswkssiasfffiigliiglfl 
fehphiqda^qlpddetlffgdtglsknpiefvegwfsswkssiasfffiigliiglfl 



481 



512 



vlrvgiHlciklkhtkkrqiytdiemnrlgk 

vlrvgiylciklkhtkkrqiytdiemnrlgk 
vlrvg i ylc iklkhtkkrq iytdi emnrlgk 
vlrvgiylciklkhtkkrqiytdiemnrlgk 
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1 60 
GenBank L nucl. ATGGAAGTCCACGATTTTGAGACCGACGAGTTCAATGATTTCAATGAAGATGACTATGCC 

HR L nucl . 

M2 L nucl ATGGAAGTCCACGATTTTGAGACCGACGAGTTCAATGATTTCAATGAAGATGACTATGCC 
M4 L nucl. ATGGAAGTCCACGATTTTGAGACCGACGAGTTCAATGATTTCAATGAAGATGACTATGCC 

61 120 
GenBank L nucl . ACAAGAGAATTCCTGAATCCCGATGAGCGCATGACGTACTTGAATCATGCTGATTACAAT 

HR L nucl . 

M2 L nucl ACAAGAGAATTCCTGAATCCCGATGAGCGCATGACGTACTTGAATCATGCTGATTACAAT 
M4 L nucl . ACAAGAGAATTCCTGAATCCCGATGAGCGCATGACGTACTTGAATCATGCTGATTACAAT 

121 180 
GenBank L nucl. TTGAATTCTCCTCTAATTAGTGATGATATTGACAATTTGATCAGGAAATTCAATTCTCTT 

M2 L nucl* TTGAATTCTCCTCTAATTAGTGATGATATTGACAATTTGATCAGGAAATTCAATTCTCTT 
M4 L nucl. TTGAATTCTCCTCTAATTAGTGATGATATTGACAATTTGATCAGGAAATTCAATTCTCTT 

181 240 
GenBank L nucl . CCGATTCCCTCGATGTGGGATAGTAAGAACTGGGATGGAGTTCTTGAGATGTTAACATCA 

M2 L nucl " CCGATTCCCTCGATGTGGGATAGTAAGAACTGGGATGGAGTTCTTGAGATGTTAACATCA 
M4 L nucli CCGATTCCCTCGATGTGGGATAGTAAGAACTGGGATGGAGTTCTTGAGATGTTAACATCA 

241 300 
GenBank L nucl. ' TGTGAAGCCAATCCCATCTCAACATCTCAGATGCATAAATGGATGGGAAGTTGGTTAATG 

tip t nucl 

m L nucl' TGTCAAGCCAATCCCATCTCAACATCTCAGATGCATAAATGGATGGGAAGTTGGTTAATG 
M4 L nucl! TGTCAAGCCAATCCCATCTCAACATCTCAGATGCATAAATGGATGGGAAGTTGGTTAATG 

301 360 
GenBank L nucl. .TCTGATAATCATGATGCCAGTCAAGGGTATAGTTTTTTACATGAAGTGGACAAAGAGGCA 

M2 L nucl' TCTGATAATCATGATGCCAGTCAAGGGTATAGTTTTTTACATGAAGTG 

M4 L nuc 1 '. TCTGATAATCATGATGCCAGTCAAGGGTATAGTTTTTTACATGAAGTGGACAAAGAGGCA 

361 420 
GenBank L nucl. GAAATAACATTTGACGTGGTGGAGACCTTCATCCGCGGCTGGGGCAACAAACCAATTGAA 

HR L nuc 1 . 

M4 L nucl'. GAAAT AACATTTGACGTGGTGGAGACCTTCATCCGCGGCTGGGGCAACAAACCAATTGAA 

421 480 
GenBank L nucl. TACATCAAAAAGGAAAGATGGACTGACTCATTCAAAATTCTCGCTTATTTGTGTCAAAAG 

HR L nucl . ' 

M4 L nuc 1 '. TACATCAAAAAGGAAAGATGGACTGACTCATTCAAAATTCTCGCTTATTTGTGTCAAAAG 

481 540 
GenBank L nucl. TTTTTGGACTTACACAAGTTGACATTAATCTTAAATGCTGTCTCTGAGGTGGAATTGCTC 

HR L nucl. 

M4 L nucl! TTTTTGGACTTACACAAGTTGACATTAATCTTAAATGCTGTCTCTGAGGTGGAATTGCTC 
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541 ■ - * 600 

GenBank L nucl . AACTTGGCGAGGACTTTCAAAGGCAAAGTCAGAAGAAGTTCTCATGGAACGAACATATGC 

HR L nucl . 

M2 L nucl. 

M4 L nucl. AACTTGGCGAGGACTTTCAAAGGCAAAGTCAGAAGAAGTTCTCATGGAACGAACATATGC 

601 660 
GenBank L nucl. AGG0TTAGGGTTCCCAGCTTGGGTCCTACTTTTATTTCAGAAGGATGGGCTTACTTCAAG 

HR L nucl . 

M2 h nucl. 

M4 L nucl. AGGBTTAGGGTTCCCAGCTTGGGTCCTACTTTTATTTCAGAAGGATGGGCTTACTTCAAG 

661 720 
GenBank L nucl. AAACTTGATATTCTAATGGACCGAAACTTTCTGTTAATGGTCAAAGATGTGATTATAGGG 

HR L nucl . 

M2 L nucl. 

M4 L nucl . AAACTTGATATTCTAATGGACCGAAACTTTCTGTTAATGGTCAAAGATGTGATTATAGGG 

721 780 
GenBank L nucl. AGGATGCAAACGGTGCTATCCATGGTATGTAGAATAGACAACCTGTTCTCAGAGCAAGAC 

HR h nucl. 

M2 L nucl. 

M4 L nucl. AGGATGCAAACGGTGCTATCCATGGTATGTAGAATAGACAACCTGTTCTCAGAGCAAGAC 

781 840 
GenBank L nucl . ATCTTCTCCCTTCTAAATATCTACAGAATTGGAGATAAAATTGTGGAGAGGCAGGGAAAT 

HR L nucl . 

M2 L nucl . 

M4. L nucl. ATCTTCTCCCTTCTAAATATCTACAGAATTGGAGATAAAATTGTGGAGAGGCAGGGAAAT 

841 900 
GenBank L nucl. TTTTCTTATGACTTGATTAAAATGGTGGAACCGATATGCAACTTGASGCTGATGAAATTA- 

HR L nucl. 

M2 L nucl. • 

M4 L nucl . TTTTCTTATGACTTGATTAAAATGGTGGAACCGATATGCAACTTGASGCTGATGAAATTA 

901 960 
GenBank L nucl. GCAAGAGAATCAAGGCCTTTAGTCCCACAATTCCCTCATTTTGAAAATCATATCAAGACT 

HR L nucl . 

M2 L nucl. 

M4 L nucl. GCAAGAGAATCAAGGCCTTTAGTCCCACAATTCCCTCATTTTGAAAATCATATCAAGACT 

961 1020 
GenBank L nucl. TCTGTTGATGAAGGGGCAAAAATTGACCGAGGTATAAGATTCCTCCATGATCAGATAATG 

HR L nucl . 

M2 L nucl. 

M4 L nucl . TCTGTTGATGAAGGGGCAAAAATTGACCGAGGTATAAGATTCCTCCATGATCAGATAATG 
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1021 1080 
GenBank L nucl . AGTGTGAAAACAGTGGATCTCACACTGGTGATTTATGGATCGTTCAGACATTGGGGTCAT 

HR L nucl. CATTGGGGTCAT 

M2 L nucl. 

M4 L nucl. AGTGTGAAAACAGTGGATCTCACACTGGTGATTTATGGATCGTTCAGACATTGGGGTCAT 

1081 1140 
GenBank L nucl. CCTTTTATAGATTATTACSCTGGACTAGAAAAATTACATTCCCAAGTAACCATGAAGAAA 
HR L nucl. CCTTTTATAGATTATTACGCTGGiCTAGAAAAATTACATTCCCAAGTBACCATjgAAGAAA 

M2 L nucl. 

M4 L nucl . CCTTTTATAGATTATTACGCTGGACTAGAAAAATTACATTCCCAAGTAACCATGAAGAAA 

1141 1200 
GenBank L nucl . GATATTGATGTGTCATATGCAAAAGCACTTGCAAGTGATTTAGCTCGGATTGTTCTATTT 
HR L nucl . GATATTGATGTGTCATATGCSaAAGCACTTGCAAGTGATTTAGCTCGGATTGTTCTATTT 

M2 h nucl. 

M4 L nucl . GATATTGATGTGTCATATGCAAAAGCACTTGCAAGTGATTTAGCTCGGATTGTTCTATTT 



1201 1260 
GenBank L nucl . CAACAGTTCAATGATCATAAAAAGTGGTTCGTGAATGGAGACTTGCTCCCTCATGATCAT 
HR L nucl . CAACAGTTCAATGATCATAjJjAAAGTGGTTCGTGAATGGAGACTTGCTCCCTCATGATCAT 

M2 L nucl . 

M4 L nucl. CAACAGTTCAATGATCATAAAAAGTGGTTCGTGAATGGAGACTTGCTCCCTCATGATCAT 



GenBank L nucl. 
HR L nucl . 
M2 L nucl . 
M4 L nucl . 



1261 1320 
CCCTTTAAAAGTCATGTTAAAGAAAATACATGGCCCACAGCTGCTCAAGTTCAAGATTTT 
CCCTTTAAAAGTCATGTTAAAGAAAATACATGGCCCACAGCTGCTCAAGTTCAAGATTTT 

CCCTTTAAAAGTCATGTTAAAGAAAATACATGGCCCACAGCTGCTCAAGTTCAAGATTTT 



GenBank L nucl. 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



1321 1380 
GGAGATAAATGGCATGAACTTCCGCTGATTAAATGTTTTGAAATACCCGACTTACTAGAC 
GG AG AT AAATGGC ATG AAC TTC C GC TG ATT AAATGTTTTGAAAT AC C C G AC T T AC TAG AC 

GGAGATAAATGGCATGAACTTCCGCTGATTAAATGTTTTGAAATACCCGACTTACTAGAC 



GenBank L nucl . 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



1381 1440 
CCATCGATAATATACTCTGACAAAAGTCATTCAATGAATAGGTCAGAGGTGTTGAAACAT 
CCATCGATAATATACTCTGACAAAAGTCATTCAATGAATAGGTCAGAGGTGTTGAAACAT 

CCATCGATAATATACTCTGACAAAAGTCATTCAATGAATAGGTCAGAGGTGTTGAAACAT 



1441 1500 
GenBank L nucl. GTCCGAATGAATCCGAACACTCCTATCCCTAGTAAAAAGGTGTTGCAGACTATGTTGGAC 
HR L nucl. GTCCGAATGAATCCGAACACTCCTATCCCTAGTAAAAAGGTGTTGCAGACTATGTTGGAC 

M2 L nucl . 

M4 L nucl. GTCCGAATGAATCCGAACACTCCTATCCCTAGTAAAAAGGTGTTGCAGACTATGTTGGAC 
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GenBank L nucl . 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



1501 1560 
ACAAAGGCTACCAATTGGAAAGAATTTCTTAAAGAGATTGATGAGAAGGGCTTAGATGAT 
ACAAAGGCTACCAATTGGAAAGAATTTCTTAAAGAGATTGATGAGAAGGGCTTAGATGAT 

ACAAAGGCTACCAATTGGAAAGAATTTCTTAAAGAGATTGATGAGAAGGGCTTAGATGAT 



GenBank L nucl.. 
HR L nucl. 
M2 h nucl. 
M4 L nucl. 



1561 1620 
GATGATCTAATTATTGGTCTTAAAGGAAAGGAGAGGGAACTGAAGTTGGCAGGTAGATTT 
GATGATCTAATTATTGGTCTTAAAGGAAAGGAGAGGGAACTGAAGTTGGCAGGTAGATTT 

GATGATCTAATTATTGGTCTTAAAGGAAAGGAGAGGGAACTGAAGTTGGCAGGTAGATTT 



GenBank L nuc 1 . 
HR" L nucl . 
M2 L nucl. 
M4 L nucl. 



1621 1680 
TTCTCCCTAATGTCTTGGAAATTGCGAGAATACTTTGTAATTACCGAATATTTGATAAAG 
TTCTCCCTAATGTCTTGGAAATTGCGAGAATACTTTGTAATTACCGAATATTTGATAAAG 

TTCTCCCTAATGTCTTGGAAATTGCGAGAATACTTTGTAATTACCGAATATTTGATAAAG 



GenBank L nucl. 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



1681 1740 
ACTCATTTCGTCCCTATGTTTAAAGGCCTGACAATGGCGGACGATCTAACTGCAGTCATT 
ACTCATTTCGTCCCTATGTTTAAAGGCCTGACAATGGCGGACGATCTAACTGCAGTCATT 

ACTCATTTCGTCCCTATGTTTAAAGGCCTGACAATGGCGGACGATCTAACTGCAGTCATT 



GenBank L nucl . 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl. 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl. 
HR L nucl . 
M2 h nucl. 
M4 L nucl . 



GenBank L nucl. 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl. 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



1741 1800 
AAAAAGATGTTAGATTCCTCATCCGGCCAAGGATTGAAGTCATATGAGGCAATTTGCATA 
AAAAAGATGTTAGATTCCTCATCCGGCCAAGGATTGAAGTCATATGAGGCAATTTGCATA 

AAAAAGATGTTAGATTCCTCATCCGGCCAAGGATTGAAGTCATATGAGGCAATTTGCATA 

1801 I860 
GCCAATCACATTGATTACGAAAAATGGAATAACCACCAAAGGAAGTTATCAAACGGCCCA 
GCCAATCACATTGATTACGAAAAATGGAATAACCACCAAAGGAAGTTATCAAACGGCCCA 

GCCAATCACATTGATTACGAAAAATGGAATAACCACCAAAGGAAGTTATCAAACGGCCCA 

1861 1920 
GTGTTCCGAGTTATGGGCCAGTTCTTAGGTTATCCATCCTTAATCGAGAGAACTCATGAA 
GTGTTCCGAGTTATGGGCCAGTTCTTAGGTTATCCATCCTTAATCGAGAGAACTCATGAA 

GTGTTCCGAGTTATGGGCCAGTTCTTAGGTTATCCATCCTTAATCGAGAGAACTCATGAA 

1921 1980 
TTTTTTGAGAAAAGTCTTATATACTACAATGGAAGACCAGACTTGATGCGTGTTCACAAC 
TTTTTTGAGAAAAGTCTTATATACTACAATGGAAGACCAGACTTGATGCGTGTTCACAAC 

TTTTTTGAGAAAAGTCTTATATACTACAATGGAAGACCAGACTTGATGCGTGTTCACAAC 

1981 2040 
AACACACTGATCAATTCAACCTCCCAACGAGTTTGTTGGCAAGGACAAGAGGGTGGACTG 
AACACACTGATCAATTCAACCTCCCAACGAGTTTGTTGGCAAGGACAAGAGGGTGGACTG 

AACACACTGATCAATTCAACCTCCCAACGAGTTTGTTGGCAAGGACAAGAGGGTGGACTG 
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GenBank L nucl . 
HR L nucl . 
M2 L nucl. 
M4 L nucl . 



2041 2100 
GAAGGTCTACGGCAAAAAGGATGGAgTATCCTCAATCTACTGGTTATTCAAAGAGAGGCT 
GAAGGTCTACGGCAAAAAGGATGGAGTATCCTCAATCTACTGGTTATTCAAAGAGAGGCT 

GAAGGTCTACGGCAAAAAGGATGGAGTATCCTCAATCTACTGGTTATTCAAAGAGAGGCT 



GenBank L nucl . 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



2101 2160 
AAAATCAGAAACACTGCTGTCAAAGTCTTGGCACAAGGTGATAATCAAGTTATTTGCACA 
AAAATCAGAAACACTGCTGTCAAAGTCTTGGCACAAGGTGATAATCAAGTTATTTGCACA 

AAAATCAGAAACACTGCTGTCAAAGTCTTGGCACAAGGTGATAATCAAGTTATTTGCACA 



GenBank L nucl . 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl . 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl. 
HR L nucl . 
M2 L nucl. 
M4 L nucl . 



GenBank L nucl. 
HR L nucl. 
M2 L nucl . 
M4 L nucl. 



GenBank L nucl. 
HR L nucl . 
M2 L nucl . 
M4 L nucl. 



GenBank L nucl. 
HR L nucl. 
M2 L nucl. 
M4 L nucl . 



GenBank L nucl. 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



2161 2220 
CAGTATAAAACGAAGAAATCGAGAAACGTTGTAGAATTACAGGGTGCTCTCAATCAAATG 
CAGTATAAAACGAAGAAATCGAGAAACGTTGTAGAATTACAGGGTGCTCTCAATCAAATG 

CAGTATAAAACGAAGAAATCGAGAAACGTTGTAGAATTACAGGGTGCTCTCAATCAAATG 

2221 2280 
GTTTCTAATAATGAGAAAATTATGACTGCAATCAAAATAGGGACAGGGAAGTTAGGACTT 
GTTTCTAATAATGAGAAAATTATGACTGCAATCAAAATAGGGACAGGGAAGTTAGGACTT 

GTTTCTAATAATGAGAAAATTATGACTGCAATCAAAATAGGGACAGGGAAGTTAGGACTT 

2281 2340 
TTGATAAATGACGATGAGACTATGCAATCTGCAGATTACTTGAATTATGGAAAAATACCG 
TTG AT AAATG ACG ATGAGAC T ATGC AATC TGC AG ATT AC TTG AATTATGG AAAAATAC C G 

TTGATAAATGACGATGAGACTATGCAATCTGCAGATTACTTGAATTATGGAAAAATACCS 

2341 2400 
'ATTTTCCGTGGAGTGATTAGAGGGTTAGAGACCAAGAGATGGTCACGAGTGACTTGTGTC 
ATTTTCCGTGGAGTGATTAGAGGGTTAGAGACCAAGAGATGGTCACGAGTGACTTGTGTC 

ATTTTCCGTGGAGTGATTAGAGGGTTAGAGACCAAGAGATGGTCACGAGTGACTTGTGTC 

2401 2460 
ACCAATGACCAAATACCCACTTGTGCTAATATAATGAGCTCAGTTTCCACAAATGCTCTC 
ACCAATGACCAAATACCCACTTGTGCTAATATAATGAGCTCAGTTTCCACAAATGCTCTC 

ACCAATGACCAAATACCCACTTGTGCTAATATAATGAGCTCAGTTTCCACAAATGCTCTC 

2461 2520 
ACCGTAGCTCATTTTGCTGAGAACCCAATCAATGCCATGATACAGTACAATTATTTTGGG 
ACCGTAGCTCATTTTGCTGAGAACCCAATCAATGCCATGATACAGTACAATTATTTTGGG 

ACCGTAGCTCATTTTGCTGAGAACCCAATCAATGCCATGATACAGTACAATTATTTTGGG 

2521 2580 
ACATTTGCTAGACTCTTGTTGATGATGCATGATCCTGCTCTTCGTCAATCATTGTATGAA 
ACATTTGCTAGACTCTTGTTGATGATGCATGATCCTGCTCTTCGTCAATCATTGTATGAA 

ACATTTGCTAGACTCTTGTTGATGATGCATGATCCTGCTCTTCGTCAATCATTGTATGAA 
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# 



GenBank L nucl . 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



2581 2640 
GTTCAAGATAAGATACCGGGCTTGCACAGTTCTACTTTCAAATACGCCATGTTGTATTTG 
GTTCAAGATAAGATACCGGGCTTGCACAGTTCTACTTTCAAATACGCCATGTTGTATTTG 

GTTCAAGATAAGATACCGGGCTTGCACAGTTCTACTTTCAAATACGCCATGTTGTATTTG 



GenBank L nucl.. 
HR L nucl. 
M2 L nucl . 
M4 L nucl. 



2641 2700 
GACCCTTCCATTGGAGGAGTGTCGGGCATGTCTTTGTCCAGGTTTTTGATTAGAGCCTTC 
GACCCTTCCATTGGAGGAGTGTCGGGCATGTCTTTGTCCAGGTTTTTGATTAGAGCCTTC 

GACCCTTCCATTGGAGGAGTGTCGGGCATGTCTTTGTCCAGGTTTTTGATTAGAGCCTTC 



GenBank L nucl. 
HR L nucl. 
M2 L nucl. 
M4 L nucl.. 



2701 2760 
CCAGATCCCGTAACAGAAAGTCTCTCATTCTGGAGATTCATCCATGTACATGCTCGAAGT 
CCAGATCCCGTAACAGAAAGTCTCTCATTCTGGAGATTCATCCATGTACATGCTCGAAGT 

CCAGATCCCGTAACAGAAAGTCTCTCATTCTGGAGATTCATCCATGTACATGCTCGAAGT 



GenBank L nucl. 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl. 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl. 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl . 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl . 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl . 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



2761 2820 
GAGCATCTGAAGGAGATGAGTGCAGTATTTGGAAACCCCGAGATAGCCAAGTTTCGAATA 
GAGCATCTGAAGGAGATGAGTGCAGTATTTGGAAACCCCGAGATAGCCAAGTTTCGAATA 

GAGCATCTGAAGGAGATGAGTGCAGTATTTGGAAACCCCGAGATAGCCAAGTTTCGAATA 

2821 2880 
ACTCACATAGACAAGCTAGTAGAAGATCCAACCTCTCTGAACATCGCTATGGGAATGAGT 
ACTCACATAGACAAGCTAGTAGAAGATCCAACCTCTCTGAACATCGCTATGGGAATGAGT 

ACTCACATAGACAAGCTAGTAGAAGATCCAACCTCTCTGAACATCGCTATGGGAATGAGT 

2881 2940 
CCAGCGAACTTGTTAAAGACTGAGGTTAAAAAATGCTTAATCGAATCAAGACAAACCATC 
CCAGCGAACTTGTTAAAGACTGAGGTTAAAAAATGCTTAATCGAATCAAGACAAACCATC 

CCAGCGAACTTGTTAAAGACTGAGGTTAAAAAATGCTTAATCGAATCAAGACAAACCATC 

2941 3000 
AGGAACCAGGTGATTAAGGATGCAACCATATATTTGTATCATGAAGAGGATCGGCTCAGA 
AGGAACCAGGTGATTAAGGATGCAACCATATATTTGTATCATGAAGAGGATCGGCTCAGA 

AGGAACCAGGTGATTAAGGATGCAACCATATATTTGTATCATGAAGAGGATCGGCTCAGA 

3001 * 3060 

AGTTTCTTATGGTCAATAAATCCTCTGTTCCCTAGATTTTTAAGTGAATTCAAATCAGGC 
AGTTTCTTATGGTCAATAAATCCTCTGTTCCCTAGATTTTTAAGTGAATTCAAATCAGGC 

AGTTTCTTATGGTCAATAAATCCTCTGTTCCCTAGATTTTTAAGTGAATTCAAATCAGGC 

3061 3120 
ACTTTTTTGGGAGTCGCAGACGGGCTCATCAGTCTATTTCAAAATTCTCGTACTATTCGG 
ACTTTTTTGGGAGTCGCAGACGGGCTCATCAGTCTATTTCAAAATTCTCGTACTATTCGG 

ACTTTTTTGGGAGTCGCAGACGGGCTCATCAGTCTATTTCAAAATTCTCGTACTATTCGG 
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GenBank L nucl. 
HR L nucl. 
M2 L nucl. 
M4 L nucl . 



3121 3180 
AACTCCTTTAAGAAAAAGTATCATAGGGAATTGGATGATTTGATTGTGAGGAGTGAGGTA 
AACTCCTTTAAGAAAAAGTATCATAGGGAATTGGATGATTTGATTGTGAGGAGTGAGGTA 

AACTCCTTTAAGAAAAAGTATCATAGGGAATTGGATGATTTGATTGTGAGGAGTGAGGTA 



GenBank L nucl.. 
HR L nucl. 
M2 L nucl . 
M4 L nucl . 



3181 3240 
TCCTCTTTGACACATTTAGGGAAACTTCATTTGAGAAGGGGATCATGTAAAATGTGGACA 
TCCTCTTTGACACATTTAGGGAAACTTCATTTGAGAAGGGGATCATGTAAAATGTGGACA 

TCCTCTTTGACACATTTAGGGAAACTTCATTTGAGAAGGGGATCATGTAAAATGTGGACA 



GenBank L nucl . 
HR L nucl. 
M2 L nucl . 
M4 L nucl . 



3241 3300 
TGTTCAGCTACTCATGCTGACACATTAAGATACAAATCCTGGGGCCGTACAGTTATTGGG 
TGTTCAGCTACTCATGCTGACACATTAAGATACAAATCCTGGGGCCGTACAGTTATTGGG 

TGTTCAGCTACTCATGCTGACACATTAAGATACAAATCCTGGGGCCGTACAGTTATTGGG 



GenBank L nucl . 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl . 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl . 
HR L nucl. 
M2 L nucl. 
M4 L nucl . 



GenBank L nucl. 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl . 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl. 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



3301 3360 
ACAACTGTACCCCATCCATTAGAAATGTTGGGTCCACAACATCGAAAAGAGACTCCTTGT 
ACAACTGTACCCCATCCATTAGAAATGTTGGGTCCACAACATCGAAAAGAGACTCCTTGT 

ACAACTGTACCCCATCCATTAGAAATGTTGGGTCCACAACATCGAAAAGAGACTCCTTGT 

3361 3420 
GCACCATGTAACACATCAGGGTTCAATTATGTTTCTGTGCATTGTCCAGACGGGATCCAT 
GCACCATGTAACACATCAGGGTTCAATTATGTTTCTGTGCATTGTCCAGACGGGATCCAT 

GCACCATGTAACACATCAGGGTTCAATTATGTTTCTGTGCATTGTCCAGACGGGATCCAT 

3421 3480 
GACGTCTTTAGTTCACGGGGACCATTGCCTGCTTATCTAGGGTCTAAAACATCTGAATCT 
GACGTCTTTAGTTCACGGGGACCATTGCCTGCTTATCTAGGGTCTAAAACATCTGAATCT 

GACGTCTTTAGTTCACGGGGACCATTGCCTGCTTATCTAGGGTCTAAAACATCTGAATCT 

3481 3540 
ACATCTATTTTGCAGCCTTGGGAAAGGGAAAGCAAAGTCCCACTGATTAAAAGAGCTACA 
ACATCTATTTTGCAGCCTTGGGAAAGGGAAAGCAAAGTCCCACTGATTAAAAGAGCTACA 

ACATCTATTTTGCAGCCTTGGGAAAGGGAAAGCAAAGTCCCACTGATTAAAAGAGCTACA 

3541 3600 
CGTCTTAGAGATGCTATCTCTTGGTTTGTTGAACCCGACTCTAAACTAGCAATGACTATA 
CGTCTTAGAGATGCTATCTCTTGGTTTGTTGAACCCGACTCTAAACTAGCAATGACTATA 

CGTCTTAGAGATGCTATCTCTTGGTTTGTTGAACCCGACTCTAAACTAGCAATGACTATA 

3601 3660 
CTTTCTAACATCCACTCTTTAACAGGCGAAGAATGGACCAAAAGGCAGCATGGGTTCAAA 
CTTTCTAACATCCACTCTTTAACAGGCGAAGAATGGACCAAAAGGCAGCATGGGTTCAAA 

CTTTCTAACATCCACTCTTTAACAGGCGAAGAATGGACCAAAAGGCAGCATGGGTTCAAA 
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3661 3720 
GenBank L nucl AGAACAGGGTCTGCCCTTCATAGGTTTTCGACATCTCGGATGAGCCATGGTGGGTTCGCA 
HR L nucl. AGAACAGGGTCTGCCCTTCATAGGTTTTCGACATCTCGGATGAGCCATGGTGGGTTCGCA 

M2 L nucl . 

M4 L nucl. AGAACAGGGTCTGCCCTTCATAGGTTTTCGACATCTCGGATGAGCCATGGTGGGTTCGCA 

3721 3780 
GenBank L nucl TCTCAGAGCACTGCAGCATTGACCAGGTTGATGGCAACTACAGACACCATGAGGGATCTG 
HR L nucl . TCTCAGAGCACTGCAGCATTGACCAGGTTGATGGCAACTACAGACACCATGAGGGATCTG 

M2 L nucl. 

M4 L nucl. TCTCAGAGCACTGCAGCATTGACCAGGTTGATGGCAACTACAGACACCATGAGGGATCTG 

3781 3840 
GenBank L nucl. GGAGATCAGAATTTCGACTTTTTATTCCABGCAACGTTGCTCTATGCTCAHATTACCACC 

hr l nucl. ggagatcagaatttcgactttttattccaSgcaacgttgctctatgctcaSattaccacc 

M4 L nucl! GGAGATCAGAATTTCGACTTTT^ 

3841 ■ 3900 

GenBank L nucl aCTGTTGCAAGAGACGGATGGATCACCAGTTGTACAGATCATTATCATATTGCCTGTAAG 
HR L nucl. actGTTGCAAGAGACGGATGGATCACCAGTTGTACAGATCATTATCATATTGCCTGTAAG 

M4 L nucl! aCTGTTGCAAGAGACGGATGGATCACCAGTTGTACAGATCATTATCATATTGCCTGTAAG 

3901 3960 
GenBank L nucl tCCTGTTTGAGACCCATAGAAGAGATCACCCTGGACTCAAGTATGGACTACACGCCCCCA 
HR L nucl . tccTGTTTGAGACCCATAGAAGAGATCACCCTGGACTCAAGTATGGACTACACGCCCCCA 

M4 L nucl '. tCCTGTTTGAGACCCATAGAAGAGATCACCCTGGACTCAAGTATGGACTACACGCCCCCA 

3961 4020 
GenBank L nucl gATGTATCCCATGTGCTGAAGACATGGAGGAATGGGGAAGGTTCGTGGGGACAAGAGATA 
HR L nucl. ' GATGTATCCCATGTGCTGAAGACATGGAGGAATGGGGAAGGTTCGTGGGGACAAGAGATA 

M4 L nucl! gatgTATCCCATGTGCTGAAGACATGGAGGAATGGGGAAGGTTCGTGGGGACAAGAGATA 

4021 4080 
GenBank L nucl aAACAGATCTATCCTTTAGAAGGGAATTGGAAGAATTTAGCACCTGCTGAGCAATCCTAT 

HR h nuc 1 . aaacagatctatcctttagaagggaattggaagaatttagcacctgctgagcaatcctat 
M4 l nucl! aaacagatctatcctttagaagggaattggaagaatttagcacctgctgagcaatcctat 

4081 4140 
OnBank L nucl cAAGTCGGCAGATGTATAGGTTTTCTATATGGAGACTTGGCGTATAGAAAATCTACTCAT 
HR L nucl. ' CAAGTCGGCAGATGTATAGGTTTTCTATATGGAGACTTGGCGTATAGAAAATCTACTCAT 

M4 L nucl! CAAGTCGGCAGATGTATAGGTTTTCTATATGGAGACTTGGCGTATAGAAAATCTACTCAT 

4141 4200 
GenBank L nucl GCCGAGGACAGTTCTCTATTTCCTCTATCTATACAAGGTCGTATTAGAGGTCGAGGTTTC 
HR L nucl . GCCGAGGACAGTTCTCTATTTCCTCTATCTATACAAGGTCGTATTAGAGGTCGAGGTTTC 

S L nucl! GCCGAGGACAGTTCTCTATTTCCTCTATCTATACAAGGTCGTATTAGAGGTCGAGGTTTC 
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4201 4260 
GenBank L nucl . TTAAAAGGGTTGCTAGACGGATTAATGAGAGCAAGTTGCTGCCAAGTAATACACCGGAGA 
HR L nucl. TTAAAAGGGTTGCTAGACGGATTAATGAGAGCAAGTTGCTGCCAAGTAATACACCGGAGA 

M2 L nucl . 

M4 L nucl. TTAAAAGGGTTGCTAGACGGATTAATGAGAGCAAGTTGCTGCCAAGTAATACACCGGAGA 

4261 4320 
GenBank L nucl AGTCTGGCTCATTTGAAGAGGCCGGCCAACGCAGTGTACGGAGGTTTGATTTACTTGATT 
HR L nucl . AGTCTGGCTCATTTGAAGAGGCCGGCCAACGCAGTGTACGGAGGTTTGATTTACTTGATT 

M4 L nucl! AGTCTGGCTCATTTGAAGAGGCCGGCCAACGCAGTGTACGGAGGTTTGATTTACTTGATT 

4321 4380 
GenBank L nucl GATAAATTGAGTGTATCACCTCCATTCCTTTCTCTTACTAGATCAGGACCTATTAGAGAC 
HR L nucl. GATAAATTGAGTGTATCACCTCCATTCCTTTCTCTTACTAGATCAGGACCTATTAGAGAC 

M4 L nucl 1 GATAAATTGAGTGTATCACCTCCATTCCTTTCTCTTACTAGATCAGGACCTATTAGAGAC 

4381 4440 
GenBank L nucl GAATTAGAAACGATTCCCCACAAGATCCCAACCTCCTATCCGACAAGCAACCGTGATATG 
HR L nucl. GAATTAGAAACGATTCCCCACAAGATCCCAACCTCCTATCCGACAAGCAACCGTGATATG 

M4 L nucl! GAATTAGAAACGATTCCCCACAAGATCCCAACCTCCTATCCGACAAGCAACCGTGATATG 

4441 4500 
GenBank L nucl GGGGTGATTGTCAGAAATTACTTCAAATACCAATGCCGTCTAATTGAAAAGGGAAAATAC 
HR L nucl. GGGGTGATTGTCAGAAATTACTTCAAATACCAATGCCGTCTAATTGAAAAGGGAAAATAC 

M4 L nucl! GGGGTGATTGTCAGAAATTACTTCAAATACCAATGCCGTCTAATTGAAAAGGGAAAATAC 

4501 4560 
GenBank L nucl. AGATCACATTATTCACAATTATGGTTATTCTCAGATGTCTTATCCATAGACTTCATTGGA 
HR L nucl. AGATCACATTATTCACAATTATGGTTATTCTCAGATGTCTTATCCATAGACTTCATTGGA 

M4 L nucl! agatcaCATTATTCACAATTATGGTTATTCTCAGATGTCTTATCCATAGACTTCATTGGA 

4561 4620 
GenBank L nucl cCATTCTCTATTTCCACCACCCTCTTGCAAATCCTATACAAGCCATTTTTATCTGGGAAA 
HR L nucl . ' CCATTCTCTATTTCCACCACCCTCTTGCAAATCCTATACAAGCCATTTTTATCTGGGAAA 

M4 L nucl! CCATTCTCTATTTCCACCACCCTCTTGCAAATCCTATACAAGCCATTTTTATCTGGGAAA 

4621 4680 
GenBank L nucl GATAAGAATGAGTTGAGAGAGCTGGCAAATCTTTCTTCATTGCTAAGATCAGGAGAGGGG 
HR L nucl . ' GATAAGAATGAGTTGAGAGAGCTGGCAAATCTTTCTTCATTGCTAAGATCAGGAGAGGGG 

M4 L nucl! GATAAGAATGAGTTGAGAGAGCTGGCAAATCTTTCTTCATTGCTAAGATCAGGAGAGGGG 

4681 4740 
GenBank L nucl TGGGAAGACATACATGTGAAATTCTTCACCAAGGACATATTATTGTGTCCAGAGGAAATC 
HR L nucl. TGGGAAGACATACATGTGAAATTCTTCACCAAGGACATATTATTGTGTCCAGAGGAAATC 

H4 L nucl ! TGGGAAGACATACATGTGAAATTCTTCACCAAGGACATATTATTGTGTCCAGAGGAAATC 
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GenBank L nucl. 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



4741 4800 
AGACATGCTTGCAAGTTCGGGATTGCTAAGGATAATAATAAAGACATGAGCTATCCCCCT 
. AGACATGCTTGCAAGTTCGGGATTGCTAAGGATAATAATAAAGACATGAGCTATCCCCCT 

AGACATGCTTGCAAGTTCGGGATTGCTAAGGATAATAATAAAGACATGAGCTATCCCCCT 



GenBank L nucl.. 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



4801 4860 
TGGGGAAGGGAATCCAGAGGGACAATTACAACAATCCCTGTTTATTATACGACCACCCCT 
TGGGG AAGGG AATC C AG AGGG AC AATT AC AAC AATC CC TGTTTATTATAC G AC C AC CC C T 

TGGGGAAGGGAATCCAGAGGGACAATTACAACAATCCCTGTTTATTATACGACCACCCCT 



GenBank L nucl. 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl. 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



4861 4920 
TACCCAAAGATGCTAGAGATGCCTCCAAGAATCCAAAATCCCCTGCTGTCCGGAATCAGG 
TACCCAAAGATGCTAGAGATGCCTCCAAGAATCCAAAATCCCCTGCTGTCCGGAATCAGG 

TACCCAAAGATGCTAGAGATGCCTCCAAGAATCCAAAATCCCCTGCTGTCCGGAATCAGG 

4921 4980 
TTGGGCCABTTACCAACTGGCGCTCATTATAAAATTCGGAGTATATTACATGGAATGGGA 
TTGGGCCAGTTACCAACTGGCGCTCATTATAAAATTCGGAGTATATTACATGGAATGGGA 

TTGGGCCAGTTACCAACTGGCGCTCATTATAAAATTCGGAGTATATTACATGGAATGGGA 



GenBank L nucl . 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl . 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl . 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl. 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl. 
HR L nucl. 
M2 L nucl . 
M4 L nucl. 



4981 5040 
ATCCATTACAGGGACTTCTTGAGTTGTGGAGACGGCTCCGGAGGGATGACTGCTGCATTA 
ATCCATTACAGGGACTTCTTGAGTTGTGGAGACGGCTCCGGAGGGATGACTGCTGCATTA 

ATCCATTACAGGGACTTCTTGAGTTGTGGAGACGGCTCCGGAGGGATGACTGCTGCATTA 

5041 5100 
CTACGAGAAAATGTGCATAGCAGAGGAATATTCAATAGTCTGTTAGAATTATCAGGGTCA 
CTACGAGAAAATGTGCATAGCAGAGGAATATTCAATAGTCTGTTAGAATTATCAGGGTCA 

CTACGAGAAAATGTGCATAGCAGAGGAATATTCAATAGTCTGTTAGAATTATCAGGGTCA 

5101 5160 
GTCATGCGAGGCGCCTCTCCTGAGCCCCCCAGTGCCCTAGAAACTTTAGGAGGAGATAAA 
GTCATGCGAGGCGCCTCTCCTGAGCCCCCCAGTGCCCTAGAAACTTTAGGAGGAGATAAA 

GTCATGCGAGGCGCCTCTCCTGAGCCCCCCAGTGCCCTAGAAACTTTAGGAGGAGATAAA 

5161 5220 
TCGAGATGTGTAAATGGTGAAACATGTTGGGAATATCCATCTGACTTATGTGACCCAAGG 
TC G AG ATGTGT AAATGGTG AAAC ATGTTGGGAAT ATC C ATC TG AC TT ATGTG AC C C AAGG 

TCGAGATGTGTAAATGGTGAAACATGTTGGGAATATCCATCTGACTTATGTGACCCAAGG 

5221 5280 
ACTTGGGACTATTTCCTCCGACTCAAAGCAGGCTTGGGGCTTCAAATTGATTTAATTGTA 
ACTTGGGACTATTTCCTCCGACTCAAAGCAGGCTTGGGGCTTCAAATTGATTTAATTGTA 

ACTTGGGACTATTTCCTCCGACTCAAAGCAGGCTTGGGGCTTCAAATTGATTTAATTGTA 



FIGURE 22-10 



GenBank L nucl . 
HR L nucl . 
M2 L nucl . 
M4 L nucl . 



5281 5340 
ATGGATATGGAAGTTCGGGATTCTTCTACTAGCCTGAAAATTGAGACGAATGTTAGAAAT 
ATGGATATGGAAGTTCGGGATTCTTCTACTAGCCTGAAAATTGAGACGAATGTTAGAAAT 

ATGGATATGGAAGTTCGGGATTCTTCTACTAGCCTGAAAATTGAGACGAATGTTAGAAAT 



GenBank L nucl . 
HR L nucl . 
M2 L nucl. 
M4 L nucl . 



5341 5400 
TATGTGCACCGGATTTTGGATGAGCAAGGAGTTTTAATCTACAAGACTTATGGAACATAT 
TATGTGCACCGGATTTTGGATGAGCAAGGAGTTTTAATCTACAAGACTTATGGAACATAT 

TATGTGCACCGGATTTTGGATGAGCAAGGAGTTTTAATCTACAAGACTTATGGAACATAT 



GenBank L nucl . 
HR L nucl . 
M2 L nucl . 
M4 L nucl . 



5401 5460 
ATTTGTGAGAGCGAAAAGAATGCAGTAACAATCCTTGGTCCCATGTTCAAGACGGTCGAC 
ATTTGTGAGAGCGAAAAGAATGCAGTAACAATCCTTGGTCCCATGTTCAAGACGGTCGAC 

ATTTGTGAGAGCGAAAAGAATGCAGTAACAATCCTTGGTCCCATGTTCAAGACGGTCGAC 



GenBank L nucl. 
HR L nucl . 
M2 L nucl . 
M4 L nucl. 



5461 5520 
TTAGTTCAAACAGAATTTAGTAGTTCTCAAACGTCTGAAGTATATATGGTATGTAAAGGT 
TTAGTTCAAACAGAATTTAGTAGTTCTCAAACGTCTGAAGTATATATGGTATGTAAAGGT 

TTAGTTCAAACAGAATTTAGTAGTTCTCAAACGTCTGAAGTATATATGGTATGTAAAGGT 



GenBank L nucl . 
HR L nucl. 
M2 L nucl . 
M4 L nucl . 



5521 5580 
TTGAAGAAATTAATCGATGAACCCAATCCCGATTGGTCTTCCATCAATGAATCCTGGAAA 
TTGAAGAAATTAATCGATGAACCCAATCCCGATTGGTCTTCCATCAATGAATCCTGGAAA 

TTGAAGAAATTAATCGATGAACCCAATCCCGATTGGTCTTCCATCAATGAATCCTGGAAA 



GenBank L nucl. 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl . 
HR L nucl . 
M2 L nucl. 
M4 L nucl . 



GenBank L nucl. 
HR L nucl. 
M2 L nucl. 
M4 L nucl . 



GenBank L nucl . 
HR L nucl. 
M2 L nucl . 
M4 L nucl . 



5581 5640 
AACCTGTACGCATTCCAGTCATCAGAACAGGAATTTGCCAGAGCAAAGAAGGTTAGTACA 
AACCTGTACGCATTCCAGTCATCAGAACAGGAATTTGCCAGAGCAAAGAAGGTTAGTACA 

AACCTGTACGCATTCCAGTCATCAGAACAGGAATTTGCCAGAGCAAAGAAGGTTAGTACA 

5641 5700 
TACTTTACCTTGACAGGTATTCCCTCCCAATTCATTCCTGATCCTTTTGTgAACATTGAG 
TACTTTACCTTGACAGGTATTCCCTCCCAATTCATTCCTGATCCTTTTGTGAACATTGAG 

TACTTTACCTTGACAGGTATTCCCTCCCAATTCATTCCTGATCCTTTTGTGAACATTGAG 

5701 5760 
ACTATGCTACAAATATTCGGAGTACCCACGGGTGTGTCTCATGCGGCTGCCTTAAAATCA 
ACTATGCTACAAATATTCGGAGTACCCACGGGTGTGTCTCATGCGGCTGCCTTAAAATCA 

ACTATGCTACAAATATTCGGAGTACCCACGGGTGTGTCTCATGCGGCTGCCTTAAAATCA 

5761 5820 
TCTGATAGACCTGCAGATTTATTGACCATTAGCCTTTTTTATATGGCGATTATATCGTAT 
TCTGATAGACCTGCAGATTTATTGACCATTAGCCTTTTTTATATGGCGATTATATCGTAT 

TCTGATAGACCTGCAGATTTATTGACCATTAGCCTTTTTTATATGGCGATTATATCGTAT 
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GenBank L nucl. 
HR L nucl. 
M2 L nucl. 
M4 L nucl . 



5821 5880 
TATAACATCAATCATATCAGAGTAGGACCGATACCTCCGAACCCCCCATCAGATGGAATT 
TATAACATCAATCATATCAGAGTAGGACCGATACCTCCGAACCCCCCATCAGATGGAATT 

TATAACATCAATCATATCAGAGTAGGACCGATACCTCCGAACCCCCCATCAGATGGAATT 



GenBank L nucl. 
HR L nuc 1 . 
M2 L nucl. 
M4 L nucl. 



5881 5940 
GCACAAAATGTGGGGATCGCTATAACTGGTATAAGCTTTTGGCTGAGTTTGATGGAGAAA 
GCACAAAATGTGGGGATCGCTATAACTGGTATAAGCTTTTGGCTGAGTTTGATGGAGAAA 

GCACAAAATGTGGGGATCGCTATAACTGGTATAAGCTTTTGGCTGAGTTTGATGGAGAAA 



GenBank L nucl. 
HR L nucl. 
M2 L nucl . 
M4 L nucl. 



GenBank L nucl , 
HR L nucl . 
M2 L nucl . 
M4 L nucl . 



GenBank L nucl . 
HR L nucl . 
M2 L nucl . 
M4 L nucl . 



GenBank L nucl . 
HR L nucl. 
M2 L nucl. 
M4 L nucl. 



GenBank L nucl. 
HR L nucl . 
M2 L nucl. 
M4 L nucl . 



GenBank L nucl . 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



5941 6000 
GACATTCCACTATATCAACAGTGTTTAGCAGTTATCCAGCAATCATTCCCGATTAGGTGG 
GACATTCCACTATATCAACAGTGTTTAGCAGTTATCCAGCAATCATTCCCGATTAGGTGG 

GACATTCCACTATATCAACAGTGTTTAGCAGTTATCCAGCAATCATTCCCGATTAGGTGG 

6001 6060 
GAGGCTGTTTCAGTAAAAGGAGGATACAAGCAGAAGTGGAGTACTAGAGGTGATGGGCTC 
GAGGCTGTTTCAGTAAAAGGAGGATACAAGCAGAAGTGGAGTACTAGAGGTGATGGGCTC 

GAGGCTGTTTCAGTAAAAGGAGGATACAAGCAGAAGTGGAGTACTAGAGGTGATGGGCTC 

6061 6120 

ccaaaagatacccgaaSttcagactccttggccccaatcgggaactggatcagatctctg 
ccaaaagatacccgaatttcagactccttggccccaatcgggaactggatcagatctctg 

ccaaaagatacccgaatttcagactccttggccccaatcgggaactggatcagatctctg 

6121 6180 
GAATTGGTCCGAAACCAAGTTCGTCTAAATCCATTCAATGAGATCTTGTTCAATCAGCTA 
GAATTGGTCCGAAACCAAGTTCGTCTAAATCCATTCAATGAGATCTTGTTCAATCAGCTA 

GAATTGGTCCGAAACCAAGTTCGTCTAAATCCATTCAATGAGATCTTGTTCAATCAGCTA 

6181 6240 
TGTCGTACAGTGGATAATCATTTGAAATGGTCAAATTTGCGAAfflAAACACAGGAATGATT 
TGTCGTACAGTGGATAATCATTTGAAATGGTCAAATTTGCGAAAAAACACAGGAATGATT 

TGTCGTACAGTGGATAATCATTTGAAATGGTCAAATTTGCGAAAAAACACAGGAATGATT 

6241 6300 
GAATGGATCAATAGACGAATTTCAAAAGAAGACCGGTCTATACTGATGTTGAAGAGTGAC 
G AATGG ATC AAT AGAC GAATTTC AAAAGAAG AC CGGTC T ATAC TG ATGTTG AAGAGTG AC 

GAATGGATCAATAGACGAATTTCAAAAGAAGACCGGTCTATACTGATGTTGAAGAGTGAC 
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GenBank L nucl . 
HR h nucl. 
M2 L nucl . 
M4 L nucl . 



GenBank L nucl.. 
HR L nucl . 
M2 L nucl. 
M4 L nucl. 



6301 6360 

ctacaBgaggaaaactcttggagagattaa 

CTACATGAGGAAAACTCTTGGAGAGATTAAAAAATCATGAGGAGACTCCAAACTTTAAGT 

CTACATGAGGAAAACTCTTGGAGAGATTAA 

6361 6395 
ATGAAAAAAACTTTGATCCTTAAGACCCTCTTGTG 
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1 60 
GenBank L a . a . MEVHDFETDEFNDFNEDDYATREFLNPDERMTYLNHADYNLNSPLISDDIDNLIRKFNSL 

HR L a. a. 

M4 L a. a. MEVHDFETDEFNDFNEDDYATREFLNPDERMTYLNHADYNLNSPLISDDIDNLIRKFNSL 

61 120 
GenBank h a . a . PIPSMWDSKNWDGVLEMLTSCQANPISTSQMHKWMGSWLMSDNHDASQGYSFLHEVDKEA 

HR L a. a. 

M4 L a. a. PIPSMWDSKNWDGVLEMLTSCQANPISTSQMHKWMGSWLMSDNHDASQGYSFLHEVDKEA 

121 180 
GenBank L a . a . EITFDWETFIRGWGNKPIEYIKKERWTDSFKILAYLCQKFLDLHKLTLILNAVSEVELL 

HR L a. a. 

M4 L a. a. EITFDWETFIRGWGNKPIEYIKKERWTDSFKILAYLCQKFLDLHKLTLILNAVSEVELL 

181 240 
GenBank L a . a . NLARTFKGKVRRSSHGTNICRHRVPSLGPTFISEGWAYFKKLDILMDRNFLLMVKDVIIG 
HR L a. a. 

M4 l a. a. nlartfkgkvrrsshgtnicr||rvpslgptfisegwayfkkldilmdrnfllmvkdviig 

241 300 
GenBank L a . a . RMQTVLSMVCRIDNLFSEQDIFSLLNIYRIGDKIVERQGNFSYDLIKMVEPICNLElMKL 

HR L a. a. • 

M4 L a. a. RMQTVLSMVCRIDNLFSEQDIFSLLNIYRIGDKIVERQGNFSYDLIKMVEPICNL[gLMKL 

301 360 
GenBank L a . a . ARESRPLVPQFPHFENHIKTSVDEGAKIDRGIRFLHDQIMSVKTVDLTLVIYGSFRHWGH 

HR L a. a. HWGH 

M4 L a. a. ARESRPLVPQFPHFENHIKTSVDEGAKIDRGIRFLHDQIMSVKTVDLTLVIYGSFRHWGH 

361 420 
GenBank L a a . PFIDYYDgLEKLHSQVTMKKDIDVSYAKALASDIiARIVLFQQFNDHKKWFVNGDLLPHDH 

hr l a. a. pfidyyagleklhsqvtSkkdidvsyakalasdlarivlfqqfndhSkwfvngdllphdh 
M4_L . pro pfidyyagleklhsqvtmkkdidvsyakalasdlarivlfqqfndhkkwfvngdllphdh 

421 480 
GenBank L a . a . PFKSHVKENTWPTAAQVQDFGDKWHELPLIKCFEIPDLLDPSIIYSDKSHSMNRSEVLKH 
HR L a. a. PFKSHVKENTWPTAAQVQDFGDKWHELPLIKCFEIPDLLDPSIIYSDKSHSMNRSEVLKH 
M 4 L a . a . PFKSHVKENTWPTAAQVQDFGDKWHELPLIKCFEIPDLLDPSIIYSDKSHSMNRSEVLKH 

481 540 
GenBank L a . a . VRMNPNTPI PSKKVLQTMLDTKATNWKEFLKEIDEKGLDDDDLI IGLKGKERELKLAGRF 
H R l a . a. VRMNPNTPI PSKKVLQTMLDTKATNWKEFLKEIDEKGLDDDDLI IGLKGKERELKLAGRF 

M 4 L a . a . VRMNPNTPI PSKKVLQTMLDTKATNWKEFLKEIDEKGLDDDDLI IGLKGKERELKLAGRF 

541 600 
GenBank L a . a . FSLMSWKLREYFVITEYLIKTHFVPMFKGLTMADDLTAVIKKMLDSSSGQGLKSYEAICI 
HR L a a F SLMSWKLRE YFVI TEYL I KTHFVPMFKGLTMADDLTAVI KKMLDS S SGQGLKS YEAIC I 

M4 L a a . FSLMSWKLREYFVITEYLIKTHFVPMFKGLTMADDLTAVIKKMLDSSSGQGLKSYEAICI 
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GenBank L a. a. 
HR L a. a. 
M4 L a. a. 



GenBank L a. a.. 
HR L a. a. 
M4 L a. a. 



601 660 
ANHIDYEKWNNHQRKLSNGPVFRVMGQFLGYPSLIERTHEFFEKSLIYYNGRPDLMRVHN 
ANHIDYEKWNNHQRKLSNGPVFRVMGQFLGYPSLIERTHEFFEKSLIYYNGRPDLMRVHN 
ANHIDYEKWNNHQRKLSNGPVFRVMGQFLGYPSLIERTHEFFEKSLIYYNGRPDLMRVHN 

661 720 
NTLINSTSQRVCWQGQEGGLEGLRQKGW0ILNLLVIQREAKIRNTAVKVLAQGDNQVICT 
NTLINSTSQ RVC WQGQ EGG L EG L RQ KG WS I LNL L V I Q R E AK I RNT A VK VL AQGDNQ V I C T 
NTLINSTSQRVCWQGQEGGLEGLRQKGWSILNLLVIQREAKIRNTAVKVLAQGDNQVICT 



GenBank L a. a. 
HR L a. a. 
M4 L a. a. 



GenBank L a . a . 
HR L a. a. 
M4 L a. a. 



721 780 
QYKTKKSRNWELQGALNQMVSNNEKIMTAIKIGTGKLGLLINDDETMQSADYLNYGKIP 
QYKTKKSRNWELQGALNQMVSNNEKIMTAIKIGTGKLGLLINDDETMQSADYLNYGKIP 
QYKTKKSRNWELQGALNQMVSNNEKIMTAIKIGTGKLGLLINDDETMQSADYLNYGKIP 

781 840 
IFRGVIRGLETKRWSRVTCVTNDQIPTCANIMSSVSTNALTVAHFAENPINAMIQYNYFG 
IFRGVIRGLETKRWSRVTCVTNDQIPTCANIMSSVSTNALTVAHFAENPINAMIQYNYFG 
IFRGVIRGLETKRWSRVTCVTNDQIPTCANIMSSVSTNALTVAHFAENPINAMIQYNYFG 



GenBank L a. a. 
HR L a. a. 
M4 L a. a. 



GenBank L a. a. 
HR L a. a. 
M4 L a. a. 



GenBank L a. a. 
HR L a. a. 
M4 L a. a. 



GenBank L a. a. 
HR L a. a. 
M4 L a. a. 



GenBank L a. a. 
HR L a. a. 
M4 L a. a. 



GenBank L a. a. 
HR L a. a. 
M4 L a. a. 



841 900 
TFARLLLMMHDPALRQSLYEVQDKIPGLHSSTFKYAMLYLDPSIGGVSGMSLSRFLIRAF 
TFARLLLMMHDPALRQSLY-EVQDKIPGLHSSTFKYAMLYLDPSIGGVSGMSLSRFLIRAF 
TFARLLLMMHDPALRQSLYEVQDKIPGLHSSTFKYAMLYLDPSIGGVSGMSLSRFLIRAF 

901 960 
PDPVTESLSFWRFIHVHARSEHLKEMSAVFGNPEIAKFRITHIDKLVEDPTSLNIAMGMS 
PDPVTESLSFWRFIHVHARSEHLKEMSAVFGNPEIAKFRITHIDKLVEDPTSLNIAMGMS 
PDPVTESLSFWRFIHVHARSEHLKEMSAVFGNPEIAKFRITHIDKLVEDPTSLNIAMGMS 

961 1020 
PANLLKTEVKKCLIESRQTIRNQVIKDATIYLYHEEDRLRSFLWSINPLFPRFLSEFKSG 
PANLLKTEVKKCLIESRQTIRNQVIKDATIYLYHEEDRLRSFLWSINPLFPRFLSEFKSG 
PANLLKTEVKKCLIESRQTIRNQVIKDATIYLYHEEDRLRSFLWSINPLFPRFLSEFKSG 

1021 1080 
TFLGVADGLISLFQNSRTIRNSFKKKYHRELDDLIVRSEVSSLTHLGKLHLRRGSCKMWT 
TFLGVADGLISLFQNSRTIRNSFKKKYHRELDDLIVRSEVSSLTHLGKLHLRRGSCKMWT 
TFLGVADGLISLFQNSRTIRNSFKKKYHRELDDLIVRSEVSSLTHLGKLHLRRGSCKMWT 

1081 1140 
CSATHADTLRYKSWGRTVIGTTVPHPLEMLGPQHRKETPCAPCNTSGFNYVSVHCPDGIH 
CSATHADTLRYKSWGRTVIGTTVPHPLEMLGPQHRKETPCAPCNTSGFNYVSVHCPDGIH 
CSATHADTLRYKSWGRTVIGTTVPHPLEMLGPQHRKETPCAPCNTSGFNYVSVHCPDGIH 

1141 1200 
DVFSSRGPLPAYLGSKTSESTSILQPWERESKVPLIKRATRLRDAISWFVEPDSKLAMTI 
DVFSSRGPLPAYLGSKTSESTSILQPWERESKVPLIKRATRLRDAISWFVEPDSKLAMTI 
DVFSSRGPLPAYLGSKTSESTSILQPWERESKVPLIKRATRLRDAISWFVEPDSKLAMTI 
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1201 1260 
LSNIHSLTGEEWTKRQHGFKRTGSALHRFSTSRMSHGGFASQSTAALTRLMATTDTMRDL 
LSNIHSLTGEEWTKRQHGFKRTGSALHRFSTSRMSHGGFASQSTAALTRLMATTDTMRDL 
LSNIHSLTGEEWTKRQHGFKRTGSALHRFSTSRMSHGGFASQSTAALTRLMATTDTMRDL 

1261 . 1320 

gdqnfdflfqatllyaqitttvardgwitsctdhyhiacksclrpieeitldssmdytpp 
gdqnfdflfqatllyaqitttvardgwitsctdhyhiacksclrpieeitldssmdytpp 
gdqnfdflfEatllyaEitttvardgwitsctdhyhiacksclrpieeitldssmdytpp 

1321 1380 

dvshvlktwrngegswgqeikqiyplegnwknlapaeqsyqvgrcigflygdlayrksth 
dvshvlktwrngegswgqeikqiyplegnwknlapaeqsyqvgrcigflygdlayrksth 
dvshvlktwrngegswgqeikqiyplegnwknlapaeqsyqvgrcigflygdlayrksth 

1381 1440 

aedsslfplsiqgrirgrgflkglldglmrasccqvihrrslahlkrpanavyggliyli 
aedsslfplsiqgrirgrgflkglldglmrasccqvihrrslahlkrpanavyggliyli 
aedsslfplsiqgrirgrgflkglldglmrasccqvihrrslahlkrpanavyggliyli 

1441 1500 

dklsvsppflsltrsgpirdeletiphkiptsyptsnrdmgvivrnyfkyqcrliekgky 
dklsvsppflsltrsgpirdeletiphkiptsyptsnrdmgvivrnyfkyqcrliekgky 
dklsvsppflsltrsgpirdeletiphkiptsyptsnrdmgvivrnyfkyqcrliekgky 

1501 1560 

rshysqlwlfsdvlsidfigpfsisttllqilykpflsgkdknelrelanlssllrsgeg 
rshysqlwlfsdvlsidfigpfsisttllqilykpflsgkdknelrelanlssllrsgeg 
rshysqlwlfsdvlsidfigpfsisttllqilykpflsgkdknelrelanlssllrsgeg 

1561 1620 

wedihvkfftkdillcpeeirhackfgiakdnnkdmsyppwgresrgtittipvyytttp 
wedihvkfftkdillcpeeirhackfgiakdnnkdmsyppwgresrgtittipvyytttp 
wedihvkfftkdillcpeeirhackfgiakdnnkdmsyppwgresrgtittipvyytttp 

1621 1680 

ypkmlemppriqnpllsgirlgqlptgahykirsilhgmgihyrdflscgdgsggmtaal 
ypkmlemppriqnpllsgirlgqlptgahykirsilhgmgihyrdflscgdgsggmtaal 
ypkmlemppriqnpllsgirlgqlptgahykirsilhgmgihyrdflscgdgsggmtaal 

1681 1740 

lrenvhsrgifnsllelsgsvmrgaspeppsaletlggdksrcvngetcweypsdlcdpr 
lrenvhsrgifnsllelsgsvmrgaspeppsaletlggdksrcvngetcweypsdlcdpr 
lrenvhsrgifnsllelsgsvmrgaspeppsaletlggdksrcvngetcweypsdlcdpr 

1741 1800 

ttoyflrlkaglglqidlivmdmevrdsstslkietnvrnyvhrildeqgvliyktygty 
twdyflrlkaglglqidlivmdmewdsstslkietnvrnyvhrildeqgvliyktygty 
twdyflrlkaglglqidlivmdmevrdsstslkietnvrnyvhrildeqgvliyktygty 

1801 1860 

iceseknavtilgpmfktvdlvqtefsssqtsevymvckglkklidepnpdwssineswk 
iceseknavtilgpmfktvdlvqtefsssqtsevymvckglkklidepnpdwssineswk 
iceseknavtilgpmfktvdlvqtefsssqtsevymvckglkklidepnpdwssineswk 
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1861 1920 
NLYAFQSSEQEFARAKKVSTYFTLTGIPSQFIPDPFVNIETMLQIFGVPTGVSHAAALKS 

NLYAFQSSEQEFARAKKVSTYFTLTGIPSQFIPDPFVNIETMLQIFGVPTGVSHAAALKS 

NLYAFQSSEQEFARAKKVSTYFTLTGIPSQFIPDPFVNIETMLQIFGVPTGVSHAAALKS 



1921 



1980 



SDRPADLLTISLFYMAIISYYNINHIRVGPIPPNPPSDGIAQNVGIAITGISFWLSLMEK 
SDRPADLLTISLFYMAIISYYNINHIRVGPIPPNPPSDGIAQNVGIAITGISFWLSLMEK 
SDRPADLLTISLFYMAIISYYNINHIRVGPIPPNPPSDGIAQNVGIAITGISFWLSLMEK 



1981 

diplyqqclaviqqsfpirweavsvkggykqkwstrgdglpkdtrBsdslapignwirsl 

DIPLYQQCLAVIQQSFPIRWEAVSVKGGYKQKWSTRGDGLPKDTRISDSLAPIGNWIRSL 
DIPLYQQCLAVIQQSFPIRWEAVSVKGGYKQKWSTRGDGLPKDTRISDSLAPIGNWIRSL 



2040 



2041 



2100 



elvrnqvrlnpfneilfnqlcrtvdnhlkwsnlrSntgmiewinrriskedrsilmlksd 

ELVRNQVRLNPFNEILFNQLCRTVDNHLKWSNLRKNTGMIEWINRRISKEDRSILMLKSD 
ELVRNQVRLNPFNEILFNQLCRTVDNHLKWSNLRKNTGMIEWINRRISKEDRSILMLKSD 



2101 2110 
LHEENSWRD 
LHEENSWRD 
LHEENSWRD 
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